Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.043; wR factor = 0.122; data-to-parameter ratio = 26.4.
In the title compound, C 15 H 14 N 2 O 4 , the dihedral angle between the benzene rings is 40.59 (4) and an intramolecular O-HÁ Á ÁN hydrogen bond generates an S(6) ring. In the crystal, N-HÁ Á ÁO, O-HÁ Á ÁO and C-HÁ Á ÁO interactions link the molecules into a three-dimensional network.
Related literature
For a related sturucture and background to the properties and uses of hydrazones, see: Tameem et al. (2008) . 
Data collection
Bruker SMART APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009 ) T min = 0.956, T max = 0.982 21103 measured reflections 5357 independent reflections 4446 reflections with I > 2(I) R int = 0.023 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.122 S = 1.05 5357 reflections 203 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.50 e Å À3 Á min = À0.26 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 Continuing our interest on the synthesis and application of hydrazone and hydrazide derivatives (Tameem et al., 2008) , compound (I) ( Fig. 1 ) was hereby synthesized based on the condensation reaction of 4-hydroxybenzhydrazide and 2-hydroxy-4-methoxybenzaldehyde.
All parameters in (I), are within normal ranges. The dihedral angle between C1-C6 and C9-C14 is 40.59 (4)°. In the molecule, intramolecular interaction of O3-H1O3···N2 form an S(6) hydrogen ring motif. In the crystal structure, the molecules are arranged into a three-dimensional network, connected by N1-H1N1···O3 i , O2-H1O2···O1 ii , C5-H5A···O2 iii and C15-H15A···O1 iv interactions (Table 1) .
Experimental
A solution of 2-hydroxy-4-methoxybenzaldehyde (152 mg, 1 mmol) in methanol (10 ml) was added dropwise to a methanolic solution (10 ml) of 4-hydroxybenzhydrazide (152 mg, 1 mmol) and the mixture was refluxed for 2 h. The resulting solution was condensed on a steam bath to 5 ml and cooled to room temperature. Yellow blocks were separated out, washed with cooled methanol and dried in air.
Refinement
N and O bound H atoms were located from a difference Fourier map and freely refined. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.95-0.98 Å and U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H atoms. A rotating group model was applied to the methyl group.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 The crystal packing of (I). Dashed lines indicate hydrogen bonds. H atoms not involved in the hydrogen bond interactions have been omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(E)-4-Hydroxy-N′-(2-hydroxy-4-methoxybenzylidene)benzohydrazide

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.31723 (4) 0.31882 (9) 0.55171 (6) Symmetry codes: (i) x, −y+1/2, z+1/2; (ii) −x+1, y+1/2, −z+3/2; (iii) x, −y+3/2, z−1/2; (iv) −x, y−1/2, −z+1/2.
